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During the preparation of Figure 1 in the article above, we inadvertently included lines separating the lanes in the western blot shown
in Figure 1E. In that panel, the Vinculin control for ARC should not display separating lines, as all samples were loaded on consecutive
lanes. We would like to clarify that the legends of Figures 1 and 2 should have indicated that the separating lines demarcate bands
that come from nonconsecutive lanes of the same gel. Finally, in the legend of Figure 1, we did not mention that the Vinculin loading
control for ARC and CamKIIa shown in Figure 1E is the same, as these proteins were detected in the same membrane. The errors do
not in any way affect the results or interpretation of the figure. We apologize for any confusion that these errors may have caused.Environment Drives Selection
and Function of Enhancers Controlling
Tissue-Specific Macrophage Identities
David Gosselin, Verena M. Link, Casey E. Romanoski, Gregory J. Fonseca, Dawn Z. Eichenfield, Nathanael J. Spann,
Joshua D. Stender, Hyun B. Chun, Hannah Garner, Frederic Geissmann, and Christopher K. Glass*
*Correspondence: ckg@ucsd.edu
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During the preparation of Figure 2 of the above article, the scatterplot data comparing histone modifications in microglia and large
peritoneal macrophages (LPM), shown in the left panel of Figure 2C, was inadvertently inserted also into the adjacent scatterplot for
comparison of thioglycollate-elicited macrophages (TGEM) and LPM. In the same left panel of Figure 2C, we also mistakenly labeled
‘‘MG-spec’’ as ‘‘TGEM-spec.’’ In addition, in Figure S2, the base of the log scale for analyzing data of replicate ChIP-seq peaks
should have been presented in the same way as what is depicted in Figure 2A. These mistakes do not affect the results in the paper
or the interpretation of the data. The corrected version of Figure 2 appears below, and Figures 2 and S2 have both been corrected
online. We apologize for any confusion that these errors may have caused.Cell 160, 351–352, January 15, 2015 ª2015 Elsevier Inc. 351
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Figure 2. Variation in Enhancer Landscapes in Different Macrophage Subsets
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